Epigenetic deregulations in gastric cancer.
Abnormal functioning of many cellular processes such as cell cycle, DNA repair, angiogenesis and cell-cell adhesion has been reported in all types of cancer. In the context of cancer, genes responsible to sustain integrity of the cells can be categorized into tumor suppressor genes and oncogenes. In normal conditions, these genes maintain a state of equilibrium and imbalance of these two groups of genes leads to a malignant form of cells known as Cancer. Genetics and epigenetics are the two main mechanisms that regulate expression of these genes. Silencing of tumor suppressor genes has been observed in different cancer while, on the other hand, silent oncogenes are active in cancer and confer growth advantage to malignant cells as compared with the contemporary normal cells. Gastric cancer (GC), like other cancers, is a complex disease. Multiple factors including bacterial infection, dietary habits, smoking and genetic polymorphisms determine the risk for GC development. Epigenetic modifications have been attributed as an initial event in the development of GC. Here, we have summarized recent findings in the field of epigenetics which correlated with GC.